Col UV/WL Up and pif45 /Col WL Down: 14 genes Col UV/WL Up: 1032 genes Col UV/WL Up and pif45 /Col WL Up: 24 genes Table S3 . UV-B-induced genes in Col wild type and/or genes misexpressed in pif4-101 pif5-3 in white light grown plants (lists corresponding to Figure 2F ).
Glutathione S-transferase family protein 24.9 8.7E-25 6.3E-21 -1.4 1.6E-02 9.9E-02 AT4G18422 AT4G18422 transmembrane protein 23.1 2.9E-05 2.5E-04 -1.1 9.4E-01 9.8E-01 AT3G63320 AT3G63320 Protein phosphatase 2C family protein 23.0 7.0E-03 2.4E-02 11.0 5.4E-02 2.1E-01 AT2G15020 AT2G15020 hypothetical protein 22.4 9.7E-12 6.3E-10 1.8 6.7E-02 2.4E-01 AT5G17220 GSTF12 glutathione S-transferase phi 12 21.7 1.2E-10 5.7E-09 -1.2 6.3E-01 8.2E-01 AT1G27940 ABCB13 P-glycoprotein 13 21.4 3.1E-10 1.3E-08 -2.7 1.4E-01 3.7E-01 AT2G27420 AT2G27420 Cysteine proteinases superfamily protein 21.3 2.4E-15 4.6E-13 1.0 9.7E-01 9.9E-01 AT1G12570 AT1G12570 Glucose-methanol-choline (GMC) oxidoreductase family protein FAD/NAD(P)-binding oxidoreductase family protein 10.2 8.6E-13 7.9E-11 -1.1 7.7E-01 9.0E-01 AT1G09500 AT1G09500 NAD(P)-binding Rossmann-fold superfamily protein 10.1 4.9E-05 3.8E-04 1.7 4.3E-01 6.8E-01 AT4G05110 ENT6 equilibrative nucleoside transporter 6 10.0 1.7E-11 1.1E-09 -1.2 4.9E-01 7.2E-01 AT2G29170 AT2G29170 NAD(P)-binding Rossmann-fold superfamily protein 9.9 3.4E-07 5.5E-06 -1.7 3.2E-01 5.8E-01 AT1G23010 LPR1
Cupredoxin superfamily protein 9.8 2.7E-14 3.7E-12 -1.3 1.6E-01 4.0E-01 AT1G52990 AT1G52990 thioredoxin family protein 9.8 1.1E-06 1.5E-05 1.8 1.9E-01 4.5E-01 AT1G01520 ASG4
Homeodomain-like superfamily protein 9.5 6.8E-15 1. WRKY DNA-binding protein 57
kinesin like protein for actin based chloroplast movement 1 
